Tomitake Tsukihara (Osaka University, Japan), a forin detail the structure of helicases, focusing on the quamer member of the group that solved southern bean ternary complex of RecBCD bound to a DNA hairpin mosaic virus (SBMV) in the late 1970s, presented the duplex. RecBCD is a multifunctional enzyme complex results that the group in Japan has obtained during the that processes DNA ends resulting from a doublelast decade on the structure and reaction mechanism strand break. It is a bipolar helicase that splits the duof cytochrome c oxidase. This key enzyme of the aeroplex into its two component strands and digests them bic metabolism in living organisms catalyzes the reducuntil it encounters a recombinant hotspot or Chi site. tion of molecular oxygen to water with the concomitant The structure showed intriguing features that provided extrusion of four protons from the intramitochondrial structural clues on how the complex is able to (1) compartment: spread open the two strands of DNA resulting in a fork by a prominent pin and (2) feed the two separate ssDNA 4H
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strands into separate tunnels that emerge next to the nuclease domain of RecB. The structure also sugThe meticulous combination of point mutations and detailed structural work on these mutants has identified some of the most critical residues in the reaction mech-*Correspondence: cele.abad@abbott.com anism (i.e., Asp51, the peptide bond across Tyr440-mony. She is always a bottomless source of information, such as references, history, and personal referSer441, His503) of the oxidase. Tomitake discussed the structural evidence supporting the controversial proton ences to name a few, and also, I am most certain, of the current state of MGR's grant finances. The audience transfer across the peptide bond and the electron transfer path from the carbonyl of Ser441 to heme a3 recognized her unique contribution when at the end of her brief discourse they gave her a prolonged standing and through the helical bulge H378-F377-H376 to the outside. The high-resolution structures (1.8/1.9 Å in the ovation. By taking care of so many odd jobs for MGR, she let him concentrate on the important tasks and revfully oxidized/reduced states) showed that the net positive charge created upon oxidation of the low-spin olutionize the field. This is indeed a major contribution. 
